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To activate CD8+ T cells, 
peptides must bind to  
MHC Class I:

• �typical peptide length: 
8 – 10 residues; best:  
9 residues.

• �hydrophobic anchor 
residues at positions  
2 and 9

To activate CD4+ T cells, 
peptides must bind to  
MHC Class II:

• more variable length 
of peptides: 13 – 25 
residues

• Anchor residues at 
positions 1, 4, 6 and 9

MHC class I binding groove

MHC class II binding groove

Activating CD4+ and CD8+ T cells: 
Which peptides match?

Intracellular tumor antigen

Extracellular tumor antigen



Tumor 
associated
Peptide
Pools

PRAME • MAGE 
Melan-A/MART-1  
NY-ESO-1 • Survivin • WT1 
And many more

Pools for
Positive and
Negative
Control

CEF advanced • Actin
HCMVA

Cancer
Peptides

In 95% HPLC-MS purity  
just €60,40 each

Visit our Shop:

www.peptides.de

Peptides & Peptide Pools  
in stock for your  
Cancer Research

•	� Hundreds of low priced cancer peptides  
in 95% HPLC-MS purity in stock

•	� Tumor associated Peptide Pools in stock for:

	 -	�simultaneous screening of multiple  
T-cell epitopes

	 -	�assessment of immunogenicity  
for entire proteins

•	� rapid and cost-effective synthesis  
for individual requirements


